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1.甲型H1N1流感蔓延趋势与过去的大流行相似
 (Nature)Swine flu spread matches previous flu pandemics

Published online 11 May 2009 | Nature | doi:10.1038/news.2009.469 

News

New analysis supports pandemic designation.

Heidi Ledford 

An early analysis of the H1N1 swine-associated flu virus outbreak suggests that the virus spreads at a rate comparable to that of previous influenza pandemics. 

The results, published online today by Science1 and compiled by the World Health Organization Rapid Pandemic Assessment Collaboration, support the designation of swine flu as a pandemic but also indicate that the fatality rates thus far are lower than those seen during the 1918 flu outbreak or those anticipated from an avian influenza pandemic. 

Exposure to other H1N1 strains may mean people are more resistant to the current swine-associated strain.CDC
"It's a virus that almost certainly will cause a global epidemic," says study author Neil Ferguson, an epidemiologist at Imperial College London. "But it's not the catastrophic scenario people were fearing for bird flu." 

Early results

The study focuses largely on data from Mexico, where the earliest known infections occurred. Such data are still preliminary, and it is too early to gain a complete picture of how the virus will behave in the population as a whole. But early modelling efforts can give officials an indication of what may lie ahead, says Ferguson. 

By plugging early data into statistical models, Ferguson and his collaborators determined that 6,000–32,000 individuals had been infected in Mexico by late April. The team also used epidemiological data and information about the virus' genetic diversity to determine that the swine flu virus has a basic reproductive rate — a number that takes into account how easily the virus spreads within a population — of 1.2–1.6. Seasonal flu typically hovers around 1.2, whereas the second, more severe wave of the 1918 flu reached about 2.

"So far, I would put it at the cusp of a severe seasonal strain or a mild pandemic strain," says epidemiologist Ira Longini of the University of Washington School of Public Health in Seattle, who was not involved with the study. But Longini notes that these calculations are based on data compiled after the peak flu season. "It's hard to tell what it will be during the late fall and winter months in North America," he adds. 

Children hardest hit

The World Health Organization analysis also supports observations that the swine flu strikes children more than the elderly — an unusual pattern compared with that of seasonal flu. When Ferguson and his collaborators attempted to fit their models to data collected from a community outbreak of swine flu in La Gloria, Veracruz, they found that the data fit best when susceptibility to the virus varied according to age. 

One possibility, says Ferguson, is that H1N1 viruses are commonly seen in normal seasonal flu epidemics. Adults are more likely to have encountered those viruses and developed immunity to them, and it may be that in some cases this immunity is enough to provide protection against swine flu. This is still a hypothesis, however, and researchers have not yet found evidence that there is crossover protection from immunity against previous strains of H1N1.

Meanwhile, fatality rates from this season's swine flu outbreak are so far lower than those observed during the 1918 pandemic but on par with those seen in the milder 1957 influenza pandemic. The new analysis puts these rates at around 0.4%, but the data are very preliminary.

Nevertheless, healthcare providers should be on alert for the upcoming flu season, Ferguson says. In a normal flu year, officials expect about 10% of the population to become sick, whereas Ferguson estimates that 30% of the population could become sick if the swine flu returns next season. 

"This means that even if the virus is as mild as normal seasonal flu — and people die from seasonal flu every year — there will be a substantially greater burden on health systems," he says.

References
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2.美国甲型H1N1流感病例的详细分析
(Nature)US swine flu cases dissected
Published online 8 May 2009 | Nature | doi:10.1038/news.2009.460 

News

An up-to-date analysis suggests the young may be particularly susceptible.

Natasha Gilbert 
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Swine flu has infected mostly the young in the United States.Pasieka / Science Photo Library
The latest analysis of the first 642 confirmed human cases of swine flu in the United States has revealed some clues about the distribution of the virus across the country, the susceptibility of different age groups and the disease's symptoms.

The study, conducted by the Centers for Disease Control and Prevention (CDC) in Atlanta, tracked the virus, officially known as influenza A (H1N1), from 15 April to 15 May, over which time it spread across 41 states. In New York City, 80 cases have been confirmed — the second-highest number of incidents out of the 41 states, and no cases were reported in the District of Columbia, the study says (see map below). 

The study, led by Fatimah Dawood, with the US Epidemic Intelligence Service at the CDC, was published yesterday in The New England Journal of Medicine1. 

The largest proportion of patients (60%) infected with the virus were 18 years of age or younger, and only 5% were over 50 years old. The study puts forward several suggestions for this observation, including that children and young adults may be more susceptible to infection than older people or that transmission to older people has been slower because they mix with fewer people.
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Click map for a larger version.NEJM

Clinical data was obtained for between 295 and 397 patients. The study reports that the most common symptoms were fever and coughing, which is similar to the symptoms of seasonal flu. Out of 394 patients, 371 suffered from fever, and out of 397 patients, 365 had a cough. But other symptoms included diarrhoea, which was exhibited by 82 of 323 patients, and vomiting, which was found in 74 of 295 patients. Neither of these symptoms are typical of seasonal influenza. 

Transmission question

The study says that the mode through which the virus spreads between humans is still unknown. Because many patients suffered with diarrhoea, the potential for the virus to be spread through faeces should be considered and investigated, although the study says it is suspected that the virus may be transmitted through the airborne droplets produced by sneezing. 

"Until further data are available, all potential routes of transmission and sources of viral shedding should be considered," it says. 

Out of 399 patients for whom information was available, 36 required hospitalization. Out of the 22 patients for whom hospital data was available, 8 required admission to intensive care units, 4 patients had respiratory failure requiring mechanical ventilation and 7 reported having travelled to Mexico within the 7 days before the onset of their illness. As of 5 May, 18 out of the 22 patients have recovered. Two remain critically ill — a 23 month old child and a 30 year old woman, both of whom were healthy prior to infection. Two others died of the illness. 
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Click on graph for a larger version.NEJM

As of today, the CDC reports 896 cases of the virus in the United States, with 2 deaths, and 2,384 cases worldwide, with 44 deaths from the virus in total. 

John McCauley, a virologist at the UK's National Institute for Medical Research, told Nature News that the figures on age distribution are one of the most important factors to look at. If the 50-plus age group experiences milder symptoms, that could suggest that they may have built up some resistance to other strains of swine flu that have been circulating since the 1950s. 

But he adds, "There may be other reasons for the peculiar age distributions. If you are older you may come into contact with fewer people.

References
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3.起源在墨西哥吗？研究者追寻甲型H1N1流感病毒源头

 (Science )Out of Mexico? Scientists Ponder Swine Flu's Origins

Jon Cohen 

Science 8 May 2009:
Vol. 324. no. 5928, pp. 700 - 702
DOI: 10.1126/science.324_700

The origin of the virus behind the current swine flu outbreak, its muscle power, and how much of a threat it presents remain mysteries. After Mexico, the United States has had the most cases, which on 5 May totaled 403. The almost simultaneous confirmations of the outbreak in both Mexico and the United States initially added further confusion to the outbreak's origins. But the virus itself has helped clear up some matters. The greatest concern is what will this confusing virus, which combines genes from swine, avian, and human influenza strains, do next? 

4.制造甲型H1N1流感疫苗面临巨大困境

(Science )Devilish Dilemmas Surround Pandemic Flu Vaccine

Martin Enserink and Jocelyn Kaiser 
If and when a pandemic of H1N1 swine flu hits, vaccines might be the world's best hope for softening the blow. But major uncertainties cloud the prospects for vaccines against the new strain. No pandemic vaccine yet exists, and it is unclear how much vaccine would have to be available, and by what time, to have any impact. Should manufacturers halt the production of seasonal influenza vaccine to focus on a pandemic version, and if so, when? And is there any way to ensure that people around the world have an equal chance to get the new vaccine? 

5.甲型H1N1流感：抗病毒药物能起到什么作用？
 (Science ) Swine Flu Outbreak: What Role for Antiviral Drugs?

Jennifer Couzin-Frankel 
When it comes to treatment, there's good news and bad news about the new H1N1 swine flu strain circling the globe. Two antiviral drugs can squelch it and are currently the best defense, given that a vaccine will not be ready for months. But stocks of Roche's Tamiflu (oseltamivir) and GlaxoSmithKline's Relenza (zanamivir) are too small to protect everyone in a worst-case scenario outbreak; health officials also worry that the virus could become resistant to the drugs. 

6.流感引出许多问题
 (The Lancet, Comment) Influenza begs many questions

John McConnell 




“Will we all die?” is just one question I was asked by the mass media after the outbreak of influenza A (H1N1) in Mexico. The answer (given wisely by another commentator) is “yes we will, but probably not from flu”. Outside Mexico, the strain of H1N1 seems to cause mild disease, no worse than seasonal influenza, with low mortality. Nevertheless, cases have been confirmed in 20 countries on four continents, and there is evidence of chains of transmission in two countries in the WHO American (Mexico and USA) and European (Spain and UK) regions. 

7.应对甲型流感暴发应急措施存在的问题
 (The Lancet, World Report)  Questions raised over response to influenza A outbreak

Anastasia Moloney 




With several countries now confirming human cases of a new influenza A virus, Anastasia Moloney examines whether the local and international response to the outbreak was quick enough.As the tally of confirmed cases of the influenza A (H1N1) virus level off in Mexico City, questions are being raised about whether health authorities in and outside of Mexico reacted swiftly enough to the outbreak. 

8.2009年在线监测甲型H1N1流感病毒

(nejm)Influenza A (H1N1) Virus, 2009 — Online Monitoring

John S. Brownstein, Ph.D., Clark C. Freifeld, B.S., and Lawrence C. Madoff, M.D. 
Published at www.nejm.org May 7, 2009 (10.1056/NEJMp0904012)
The value of Web-based information for early disease detection, public health monitoring, and risk communication has never been as evident as it is today, given the emergence of the current influenza A (H1N1) virus. Many ongoing efforts have underscored the important roles that Internet and social-media tools are playing in the detection of and response to this outbreak. 
In March and early April, while much of the world was focusing on the threat of avian influenza originating in Asia, intelligence-gathering systems were also extracting evidence of an epidemic of acute respiratory infections in Mexico. Early informal reports from the Mexican press indicated that a "mysterious" influenza-like illness was occurring in the town of La Gloria in the state of Veracruz, where it was reported that up to 60% of the 3000 inhabitants had been infected and 2 had died since early March. The HealthMap system, for instance, collected and disseminated a local media report describing this event on April 1, 2009 (see map).1 This report was followed by another on April 2 describing the possible role of Granjas Carroll, a U.S.-owned pig farm, in the epidemic.2 On April 10, the Global Public Health Intelligence Network (GPHIN) reported acute respiratory illness in Veracruz to the World Health Organization (WHO). This alert was followed by immediate communication among the WHO's Global Outbreak Alert and Response Network, the Pan American Health Organization, and the Mexican Ministry of Health.3 
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	Information on Suspected or Confirmed Cases of H1N1 Influenza That HealthMap Has Collected since April 1 from Mexico, the Southern United States, and Central America. 

The balloon shows the initial reports from La Gloria, Veracruz. The markers represent locations where there have been unofficial reports about suspected or confirmed cases of H1N1 (not the individual cases themselves) as well as other reports of influenza and other respiratory illness. Darker markers indicate increased recent report volume. 



	


 
Other informal media sources subsequently began to reflect the spread of the epidemic through parts of Mexico, including Oaxaca, Baja California, Mexico City, and San Luis Potosí. Reports of this outbreak did not appear in the English-language media until weeks later (April 21), when two children living near San Diego (neither of whom had been exposed to pigs) presented with mild respiratory symptoms and fever. In those cases, the Centers for Disease Control and Prevention had confirmed the presence of H1N1 on April 17.4 The timeline thus emphasizes the importance of surveillance of local information sources in local languages. 
Epidemic-intelligence systems receive many reports of mysterious respiratory illness daily, and the decision to consider this event one of international significance requires interpretation of context — for example, of the level of background noise inherent in various data-mining systems. A fully moderated approach (in which each communication is reviewed by someone with expertise in the subject matter), such as that of the International Society for Infectious Diseases' Program for Monitoring Emerging Diseases (ProMED), though potentially less timely, provides critical, evidence-based risk assessment. An in-depth evaluation is required to determine whether any earlier intervention efforts might have controlled the outbreak at the source. Clearly, this event also highlights the swift response capability of the global public health community. 
The emergence of H1N1 has been subsequently tracked through both automated and manual data entry and visualization with the use of full-spectrum Web-based communication strategies. Though traditional official and media communication channels remain in place, Web-based mapping, search-term surveillance, "microblogging," and online social networks have emerged as alternative forms of rapid dissemination of information. Understandably, some observers worry about their ability to inspire public concern beyond the necessary levels. Clearly, these tools must be used with restraint and appropriate evaluation. 
Dr. Brownstein, Mr. Freifeld, and Dr. Madoff report receiving grant support from Google.org. No other potential conflict of interest relevant to this article was reported. 
Source Information 

Dr. Brownstein is a faculty member at the Children's Hospital Informatics Program, Children's Hospital Boston, and an assistant professor of pediatrics at Harvard Medical School, Boston. Mr. Freifeld is a research software developer at the Children's Hospital Informatics Program in Boston and a master's candidate in the New Media Medicine Group of the MIT Media Laboratory in Cambridge, MA. Dr. Brownstein and Mr. Freifeld are the cocreators of the HealthMap system. Dr. Madoff is a professor of medicine at the University of Massachusetts Medical School, Worcester, an infectious disease physician with the Massachusetts Department of Public Health, Boston, and editor of ProMED-mail, a program of the International Society for Infectious Diseases. 

This article (10.1056/NEJMp0904012) was published at NEJM.org on May 7, 2009. It will appear in the May 21 issue of the Journal. 
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9.卫生专业人员需要的甲型H1N1流感信息
(nejm, editorial)H1N1 Influenza A Disease — Information for Health Professionals

Lindsey R. Baden, M.D., Jeffrey M. Drazen, M.D., Patricia A. Kritek, M.D., Gregory D. Curfman, M.D., Stephen Morrissey, Ph.D., and Edward W. Campion, M.D. 
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Published at www.nejm.org May 7, 2009 (10.1056/NEJMe0903992)
In the first 2 weeks in April, cases of infection with an untypable influenza A virus began to be identified in Mexico and southern California.1 Although the exact sequence of events is uncertain, by the third week of April it was established that the illness resulted from a triple recombination of human, avian, and swine influenza viruses; the virus has been found to be H1N1. This virologic analysis allowed for the development of a polymerase-chain-reaction (PCR) test to determine whether, in any given person, illness with the protean manifestations of cough, fever, sore throat, diarrhea, and nausea could be confirmed as a case. Armed with this critical tool, clinicians and epidemiologists are able to make case assignments to define and track the outbreak and to determine disease severity. 
Health authorities from around the world formulated plans for monitoring and controlling this outbreak. On May 7, 2009, just about a month after the first case of this new H1N1 influenza was recognized, we are publishing articles providing background information about novel recombinant forms of H1N1 influenza causing human disease in the United States and a summary of the outbreak cases reported in the United States as of May 6. 
Our goal in publishing these articles is to provide clinical descriptions of patients with the condition so that health professionals can use this information in making the difficult decision about whether an individual patient has a suspected case. This decision will depend on the presence of typical, but unfortunately variable and nonspecific, symptoms; an epidemiologic link to other known suspected or established cases (though this may become less useful as the infection becomes widespread throughout the population); and, where appropriate, a positive identification of the H1N1 virus by the PCR test (see video for the correct method of obtaining a nasal sample). Making informed decisions is important for several reasons. First, credible suspected cases should trigger public health measures such as contact tracing and quarantine — which will benefit the community — and consideration for treatment with neuraminidase inhibitors, which will potentially benefit the individual patient. Obviously, if we assign suspected-case status to more people than belong in this category, we alarm the public and create hardship for many who will turn out to be influenza-negative. If we miss suspected cases and the affected people circulate in the community, the illness will spread more rapidly. Finding the right balance will be difficult, but our efforts should be guided by the data as they emerge. The ability to clearly define a confirmed case will also allow for a careful assessment of the associated illness and its severity. 
We now have important tools with which to fight this outbreak: a clear case definition, an aware health care system, and an informed public. We await the availability of a vaccine, which will require several months to prepare. 
Although it has been just over a month since the first cases were identified, it seems unlikely that this outbreak will lead to widespread, severe illness and deaths. However, this may be just the first wave, and we will carefully monitor this outbreak. To help in this process, we have established the H1N1 Influenza Center at NEJM.org, which is open and available to all. We will post original research and other articles, as well as Journal Watch summary and commentary on important articles that may appear elsewhere. We have also posted historical pieces from our archive on the "swine flu" epidemic of the 1970s and the 1918 influenza epidemic. The H1N1 Influenza Center will also have links to the most up-to-date news on the outbreak, including material from sources such as the World Health Organization and the Centers for Disease Control and Prevention. One highlight is an interactive map from HealthMap showing the location of confirmed and suspected cases of H1N1 influenza in the United States and around the world (http://healthmap.org/nejm). This map, which uses information from many different sources, will be updated regularly. We hope that the H1N1 Influenza Center will be of value to health professionals as they participate in the control of this outbreak. In addition, we will continue to follow this problem after the current outbreak subsides, since illness may recur in the Southern Hemisphere during the coming winter or again in the Northern Hemisphere when the traditional influenza season returns. 
Source Information 

This article (10.1056/NEJMe0903992) was published at NEJM.org on May 7, 2009. It will appear in the July 2 issue of the Journal. 
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